
pGAT - GST fusion expression vector

Features position

T7 promoter 1-17
Lac operator 21-42
T7 gene 10 ribosome binding site 50-80
Glutathione-S-transferase gene 83-836
Thrombin cleavage site 815-826
Polylinker 824-864
SP6 promoter 869-887
T7 transcription terminator 966-1007
LacI gene 1417-2498 (reversed)
β-Lactamase gene 3268-4118
Origin of replication 4193-4888
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pGAT

   T7 promoter  -->          Lac operator     XbaI
ATTAATACGACTCACTATAGGGAATTGTGAGCGGATAACAATTCCTCTAGAAATAATTTTGTTTAA
TAATTATGCTGAGTGATATCCCTTAACACTCGCCTATTGTTAAGGAGATCTTTATTAAAACAAATT

          rbs                               His-tag
CTTTAAGAAGGAGATATATCCATGAACACCATTCATCACCATCACCATCACAACACTAGTAGCAAT
GAAATTCTTCCTCTATATAGGTACTTGTGGTAAGTAGTGGTAGTGGTAGTGTTGTGATCATCGTTC
                     METAsnThrIleHisHisHisHisHisHisAsnThrSerSerAsn

                                                          StuI
                                                     Thrombin-site
TCCATG....648bp...ACTAGTGGATCTGGTGGTGGTGGCGGCCGCCTGGTTCCGAGGCCTATC
CGGTAC....216aa...TGATCACCTAGACCACCACCACCACCGGCGGACCAAGGCTCCGGATGG
SerMET.....GST....ThrSerGlySerGlyGlyGlyGlyGlyArgLeuValProArgProIle

     NcoI  XhoI    SmaI  HindIII    <--    SP6 promoter
GGATCCATGGCTCGAGTTCCCGGGCAAGCTTGAGTATTCTATAGTGTCACCTAAATCCCCCGGGAG
CCTAGGTACCGAGCTCAAGGGCCCGTTCGAACTCATAAGATATCACAGTGGATTTAGGGGGCCCTC
GlySerMETAspIleGluProGlyGlnAla***

Single Cutters Listed by Site Order
44      XbaI        833     BamHI       1354    SphI        2597    KpnI
144     EcoNI       837     NcoI        1360    PstI        2601    EcoICRI
341     BalI        843     XhoI        1520    NarI        2601    Ecl136II
341     MscI        845     SciI        1521    EheI        2603    SacI
531     Csp45I      851     XmaI        1523    BbeI        2603    SstI
531     AsuII       853     SmaI        1712    EcoRV       2713    Eco56I
561     SwaI        858     HindIII     1747    BssHII      2715    NaeI
708     RleAI       963     Bpu1102I    1955    ApaI        2895    NdeI
808     EagI        963     EspI        1976    BstEII      3150    AatII
808     XmaIII      1040    BspMII      2158    MluI        4003    Eco31I
808     NotI        1040    AccIII      2593    Acc65I      4069    Eam1105I
808     Eco52I      1349    BspMI       2593    Asp718I     4548    AlwNI
826     StuI

Non Cutting Enzymes
AflII       AgeI        AscI        AvrII       BglII       BsmI
Bsp1407I    Bsu36I      ClaI        CspI        CvnI        DraIII
Eco47III    Eco72I      EcoRI       FseI        HpaI        I-PpoI
MfeI        Mlu113I     MstII       NheI        NruI        NsiI
PacI        PinAI       PmaCI       PmeI        SacII       SalI
SauI        SfiI        SgrAI       SnaBI       SplI        SpoI
SrfI        SstII       SunI        Tth111I


