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pFasTBACc DUAL

5237 bp Gsu | 1385

Bsp1407 | 3509

Tth11l | 3324
AlwN | 1949
Esp3 | 3275
BseR | 3045
EcoR V 2922
Sst 11 2864 Msc | 2806 Sap | 2485
BstX 1 2809
pFasTBAc DUAL polyhedrin promoter region and MCS I:
4515

+1

5 - -AAATAAGTAT TTTACTGTTT TCGTAACAGT TTTGTAATAA AAAAACCTAT AAATATTCCG GATTATTCAT
polyhedrin promoter
BamH | Rsrll BssH I EcoR | Stul Sall Sst | Spe| Not | NspV  Xbal

| | | [ [ [ | I | I | | | |
ACCGTCCCAC CATCGGGCGC GGATCCCGGT CCGAAGCGCG CGGAATTCAA AGGCCTACGT CGACGAGCTC ACTAGTCGCG GCCGCTTTCG AATCTAGAGC
Pstl Hind 11l
CTGCAGTCTC GACAAGCTTG TCGAGAAGTA CTAGAGGATC ATAATC 37
+1 corresponds to the transcriptional start for the polyhedrin promoter.
ATT corresponds to the original translational start codon. The ATG was mutated to an ATT.
An in-frame ATG codon must be provided by the cloned gene to initiate translation.

Stop codons are shown in bold.

pFAsTBACc DUAL p10 promoter region and MCS II:

4417
+1
5 - AAA TAAGAATTAT TATCAAATCA TTTGTATATT AATTAAAATA CTATACTGTA AATTACATTT TATTTACAAT
p10 promoter
Bbs | Small Xho | Nco | Nhe Pwull Nsi'l Sphl Kpn |

[ | § [ I q |
CACTCGACGA AGACTTGATC ACCCGGGATC TCGAGCCATG GTGCTAGCAG CTGATGCATA GCATGCGGTA CCGGGAGATG GGGGAGGCTA ACTGAAACAC 37

+1 corresponds to the transcriptional start for the p10 promoter and corresponds to position 4420 on the map.

Digestion at the Bbs | site generates a BamH | compatible overhang. An in-frame ATG codon must be provided by the cloned gene to initiate translation when the
Bbs |, Sma | or Xho | sites are used for cloning. When cloning into the Nco | site, or sites downstream of the Nco | site, make sure the reading frame of the cloned
gene is in frame relative to the ATG sequence of the Nco | site.

Stop codons are shown in bold.

Restriction endonucleases that do not cleave pF  AsTBAc DUAL DNA.

Aatll Ascl BspM | Cvnl EcoO1091 Ndel PinA'l SexA | Srfl
Aflll Bpul1021 BstE Il Eco72 | Miu | Nru | Pmel Sfil SseB8387 |
Apal Bsg | Clal EcoN | Nar | PM | Psp5 11 SgrA | Sunll

Restriction endonucleases that cleave pF  AsTBac DUAL DNA twice:

Afl N 2363 3345 BspLU 11 2363 3345 Tfil 2389 4674
Bcell 4324 4962 BssS | 806 2190 Xmn| 871 3896
Bglll 2646 3116 Dra lll 329 3677
Bsm| 4808 4907 Scal 992 4711

Figure 10. Map and restriction sites for pF asTBac DUAL expression vector. Restriction endonucleases that cleave
pFasTBAc DUAL once are shown on the outer circle. The nucleotide position refers to the 5° base of the recognition sequence.
The sequence has not been confirmed by sequence analysis. It was assembled from the known sequence of fragments used to construct the vector. The

sequence and the location of sites for restriction endonucleases that cleave up to 10 times can be found in the TEcH-ONLINESY section of Life Technologies’
web page, http://www.lifetech.com.
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