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Tn7 right
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F1 origin
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%
/ PreScission site
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\ SV40 polyA terminator
T

‘polyhedrin promoter
Rsrll

SnaB

ColEl origin

RBS AlWNI

gentamycin acetyltransferase-3-

left end
Nspl Nspl
BsrBlI
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BsmBI
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ATC
TAG

CCA
GGT

CAA
GTT

ATT GAT
TAA CTA

Scal

AAG TAC
TTC ATG

Glutathione S-transferase

TTG AAA TCC AGC AAG TAT ATA GCA TGG CCT TTG
AAC TTT AGG TCG TTC ATA TAT CGT ACC GGA AAC

CAG GGC TGG CAA GCC ACG TTT
GTC CCG ACC GTT CGG TGC AAA

ke

GGT
CCA

Pro

GGT
CCA

Gln

GGC
CCG

Ile Asp

GAC CAT
CTG GTA

Lys Tyr

CCT CCA
GGA GGT

Leu Lys Ser Ser Lys Tyr Ile Ala Trp Pro Leu

PreScission protease cleavage site

GIn Gly Trp GIn Ala Thr Phe

Multiple Cloning Site

Ncol BamHI EcoRl Stul

AAA TCG GAT ctg gaa gtt ctg ttc cag ggg CCC
TTT AGC CTA gac ctt caa gac aag gtc ccc GGG
=

FGly

CCT
GGA

Gly

Gly

Sall

ACG
TGC

TCG
AGC

Asp His

Sacl
ACG AGC
TGC TCG

Pro Pro

Spel
TCA CTA
AGT GAT

ATG GGA TCC GGA ATT CAA AGG
TAC CCT AGG CCT TAA GTT TCC

Lys Ser Asp kFPro
FLeu Glu Val Leu Phe GIn Gly

Notl BstBl Xbal Pstl
GTC GCG GCC GCT TTC GAA TCT AGA GCC TGC AGT
CAG CGC CGG CGA AAG CTT AGA TCT CGG ACG TCA

Met Gly Ser Gly Ile GIn Arg

Xhol Sphl Kpnl
CTC GAG GCA TGC GGT ACC AAG
GAG CTC CGT ACG CCA TGG TTC

FPro

Thr

Hind Il

CTT
GAA

GTC
CAG

Ser

FlLeu

Val

Thr Ser

Ser Leu

Val Ala Ala Ala Phe Glu Ser Arg Ala Cys Ser

Leu Glu Ala Cys Gly Thr Lys



